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[ Abstract]  Objective To investigate the correlation between the expression level of protein regulator
of cytokinesis 1 (PRC1) and biochemical recurrence of prostate cancer. Methods The expression levels of
PRC1 protein and mRNA between the prostate cancer and adjacent benign tissues were statistically compared u-
sing Western blot and RT-PCR. The expression of PRC1 mRNA was validated by microarray-based Taylor data-
base. Kaplan-Meier plot was performed to evaluate the overall survival and analyze the correlation between
PRC1 expression and biochemical recurrence of prostate cancer. Cox proportional hazards regression model was
utilized to assess the correlation between clinicopathological characteristics and biochemical recurrence of pros-
tate cancer. Results Among 12 pairs of prostate cancer and adjacent benign tissues, the expression levels of
PRCI protein and mRNA in the prostate cancer tissues were significantly higher than those in the adjacent be-
nign prostate tissues (both P <0.01). Microarray-based Taylor database revealed that the expression of PRCI
in the cancer tissues was significantly up-regulated compared with that in the non-cancerous tissues (P <
0.001). In addition, the expression of PRCI mRNA in patients with biochemical recurrence or metastasis of
prostate cancer, high Gleason score and clinical staging =T3A was significantly up-regulated compared with
their counterparts with no biochemical recurrence or metastasis of prostate cancer, low Gleason score and clini-
cal staging < T3A (all P <0.05). Kaplan-Meier plot demonstrated that the biochemical recurrence rate of
prostate cancer in patients with PRC1 overexpression was considerably lower than that in those with low PRC1
expression (P =0.008). Cox proportional hazards regression model revealed that PRC1 (P =0.001), Glea-
son score (P <0.001), preoperative prostate specific antigen level (P =0.021) and pathological staging (P
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=0.021) were associated with the biochemical recurrence of prostate cancer. Conclusions Overexpression of

PRCI is positively correlated with the biochemical recurrence of prostate cancer. PRC1 expression level con-

tributes to evaluate the prognosis of patients diagnosed with prostate cancer.
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