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[ Abstract ] Objective  To investigate the effect of silencing Runt-related transcription factor 3
(RUNX3) on the proliferation and angiogenesis of osteosarcoma cells. Methods  Osteosarcoma cell line
HEK293 was divided into the NC group ( transfected with negative control-siRNA) and RUNX3 group ( trans-
fected with RUNX3-siRNA). At 6 h, 12 h, 24 h and 48 h after transfection with siRNA, cell proliferation was
determined by MTS kit. At 24 h and 48 h after transfection with siRNA, the expression levels of B-chain pro-
tein, CyclinD1 and proliferating cell nu clear antigen (PCNA) mRNA were measured by fluorescent quantita-
tive PCR kit. The content of vascular endothelial growth factor ( VEGF) , promote angiogenin-2 ( Ang-2 ) and
fibroblast growth factor (bFGF) in the culture medium was quantitatively determined by enzyme-linked immu-
nosorbent assay kit. Results At 6 h, 12 h, 24 h and 48 h after transfection with siRNA, the activity of cell
proliferation in the RUNX3 group was significantly higher than that in the NC group (0.78 +0. 11 vs. 0. 57 =
0.09, 0.99 +0.14 »5.0.73 £0.10, 1.31 £0. 18 v5.0.81 £0.12, 1.72 £0.26 vs. 0.98 +0. 14, all P <
0.05). At 24 h and 48 h after transfection with siRNA, the expression levels of B-chain protein, CyclinD1 and
PCNA mRNA in cells and VEGF, Ang-2 and bFGF in the cultured medium in the RUNX3 group were signifi-
cantly higher compared with those in the NC group (all P <0.05). Conclusion Silencing RUNX3 can en-
hance the proliferation and angiogenesis of osteosarcoma cells.
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