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[Abstract] Objective To analyze the changes in the expression of long non-coding RNA (1ncRNA)
adjacent to the DMP1 gene in different developmental stages of jawbone in C57 mice. Methods The IncRNA se-
quencing and quantitative real-time PCR  (RT-PCR) were performed to detect the expression profile of DMP1
gene-related IncRNAs at the embryonic day 18 (E18D) and 2 weeks after birth  (2W) in the jawbone of
€57 mice, and analyze the relationship between IncRNA expression and the changes in the expression of DMP1.
Results Compared with the E18D group, 6 617 IncRNAs were differentially expressed in the 2W group (/log2
(2W/E18D) |>1 and FDR<0.01), among which, 5 IncRNAs were at the upstream or downstream of DMP1
gene position within 300 kb. RT-PCRdemonstrated that the expression levels of DMP1 and Inc19450 in the 2W
group were lower than those in the E18D group, whereas the expression levels of Inc30219, Inc8292,
1n¢30219 and Inc32865 were higher compared with those in the E18D group (all P<0.05) . Conclusions The
expression trends of Inc19450 and DMPI are consistent, whereas the expression patterns of Inc30219,
1nc8292, 1ne30219 and Inc32865 are opposite with that of DMP1 gene, suggesting that Inc19450, 1nc30219,
1n¢8292, 1nc30219 and Inc32865 may play a vital role in regulating the expression of DMP1 gene.
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#1 RT-PCR 5|55
EIRZ| iEm(5°—3") R (5°—3") P (bp)

GAPDH GGCCTCCAAGGAGTAAGAAA GCCCCTCCTGTTATTATGG 141
DMPI1 TGGTATCAGGTCGGAAGAATC CCCTGCTGTTGCTGTCAGTA 161
Inc19450 TCAAGCAAGCTCACCAGACA CCGTCAGCATGACAGTTCCA 150
Inc30219 AATACCCAAACATAGCAG TATCGCCTCAAACTTACT 108
Inc8292 ACAAAGGACAGAGCCCAGAG ATCCCACAAGCCAGGAAA 75

Inc17290 CGACTCTGGTTGTTTTGC CACTCGTGTTAAAGCACACT 104
Inc32865 CTCAGCATCTCTGGTAAGGT AGGTAGGGCATGGACTAGAA 130
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1nc30219 104133267 104133960 3768 707 bp 644 1.96 0.004651
1nc8292 104462096 104462392 T 248 044 bp 247 1.13 0.009706
Inc17290 103904369 103904979 37297 638 bp 632 1.85 0.007760
1nc32865 104512656 104513788 T 298 554 bp 1133 6.28 0.003469
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