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[ Abstract ]  Differential expression of long non-coding RNA in malignant tumor tissues has been confirmed by a large number
of studies. Long non-coding RNA LINC01614 is highly expressed in a variety of malignant tumor tissues, which is closely related to the
clinicopathological indicators of tumor patients and affects the occurrence and development of tumors through multiple mechanisms.

Therefore, LINCO1614 is considered to have the potential as a biomarker for diagnosis or prognosis evaluation and an effective

therapeutic target of tumors. This article reviews research progress on the role and mechanism of LINCO1614 in malignant tumors.
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